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PatientsEvents Risk group

113 10 Gene signature low risk
194 54 Gene signature high risk

Logrank P= 0.0001

113 110 104 97 93 81Low clin risk
194 172 153 138 119 105High clin risk

Number at risk

HR (95% CI): 3.65 (1.84-7.24)
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PatientsEvents Risk group

113 11 Gene signature low risk
194 56 Gene signature high risk

Logrank P= 0.0001

113 112 105 101 98 82Low clin risk
194 185 168 147 130 110High clin risk

Number at risk

HR (95% CI): 3.39 (1.76-6.54)
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PatientsEvents Risk group

55 3 Good signature
143 38 Poor signature

Logrank P= 0.001

55 54 52 51 45 38Good signature
143 130 114 100 91 85Poor signature

Number at risk

HR (95% CI): 5.78 (1.78-18.80)
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55 6 Good signature
143 39 Poor signature

Logrank P= 0.0126

55 55 52 51 46 38Good signature
143 138 124 106 98 89Poor signature

Number at risk

HR (95% CI): 2.87 (1.21-6.82)
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1.00.2 10

Low High Adjusted High risk    Low risk
study O/N O/N HR (CI) better    better

IGR 1 / 17 9 / 33 4.98(0.63,39.58)

KI 1 / 15 7 / 36 3.53(0.43,28.92)

CRH 0 / 8 5 / 29 >100 (-,-)

GH 1 / 11 11 / 25 4.23(0.54,32.80)

JRH 0 / 4 6 / 20 >100 (-,-)

Tot 3 / 55 38 / 143 5.11(1.57,16.67)

1.00.2 10

Low High Adjusted High risk    Low risk
study O/N O/N HR (CI) better    better

IGR 1 / 17 8 / 33 4.50(0.56,36.35)

KI 3 / 15 9 / 36 1.50(0.40,5.61)

CRH 0 / 8 4 / 29 >100 (-,-)

GH 1 / 11 11 / 25 4.29(0.55,33.24)

JRH 1 / 4 7 / 20 1.10(0.13,9.37)

Tot 6 / 55 39 / 143 2.55(1.07,6.10)
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